Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.042; wR factor = 0.119; data-to-parameter ratio = 8.7.
In the monomeric title complex, [Li(C 4 H 3 N 2 O 2 )(H 2 O) 3 ], the Li + cation is coordinated by a pyrazole N atom and three water molecules in a distorted tetrahedral geometry. The carboxylate group is deprotonated. The complex molecules are involved in O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonding, forming layers stacked along the b axis.
Related literature
For the structure of pyrazole-4-carboxylic acid, see: FocesFoces et al. (2001) .
Experimental
Crystal data [Li(C 4 Table 1 Selected bond lengths (Å ). Hydrogen-bond geometry (Å , ). 
Data collection: KM-4 Software (Kuma, 1996) ; cell refinement: KM-4 Software; data reduction: DATAPROC (Kuma, 2001 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: KP2455). (Table 3 ). The protonated hetero-ring N atom is as a donor and a carboxylate O atom scts as an acceptor is also observed.
The compound was synthetized using 1 mmol of LiOH (Aldrich) and a small excess over 1 mmol of pyrazole-4-carboxylic acid (Aldrich) dissolved in 50 mL of doubly distilled water. The solution was refluxed with stirring for 5 h and then left to crystallize at room temperature. Colourless single-crystal blocks deposited after a week. They were washed with cold ethanol and dried in the air.
Refinement
Hydrogen atoms attached to the water molecules and protonated hetero-ring N atom were located in a difference map and refined isotropically. Two H atoms attached to pyrazole C atoms were located at calculated positions and treated as riding on the parent atoms with C-H=0.93 Å.
Computing details
Data collection: KM-4 Software (Kuma, 1996) ; cell refinement: KM-4 Software (Kuma, 1996) ; data reduction:
DATAPROC (Kuma, 2001 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 Figure 1
A molecule of the title complex with atom labelling scheme and 50% probability displacement ellipsoids. 
